Human DNA BLAST
The human DNA BLAST activity will involve uploading a document to the NCBI database, doing a BLAST search, and answering a few questions. Each student will be assigned a student number to use. These files came from the DNALC database. Unfortunately they do not belong to students in our class because our sequences have not been uploaded yet. Our sequences, when uploaded, should be similar to the ones we are using in class. 

Directions:

1. Download your assigned FA document. FA stands for FASTA. It is a type of document recognized by the NCBI database.

2. Go to the NCBI database: http://www.ncbi.nlm.nih.gov/
3. Go to BLAST.

4. Click on Nucleotide BLAST

5. Upload your .FA file by browsing for it on your computer. This program does not do an attach- it just “knows” you want to use that file.

6. This time you don’t have to change any database settings before doing the BLAST.

7. Click on the BLAST button.

8. Wait patiently.

9. Answer the questions in your lab notebook.

Human DNA BLAST questions:

1. What student number did you use (the file name)?
2. What is the query ID?

3. What is the query length?

4. How many hits did you get?

5. What is the name of the organism sequence that came back?

6. What is the query coverage?

7. What is the max ident (maximum identity)?

8. Down where it shows the sequence alignment there are 2 more pieces of data you should record:
a. Identities = #/# (X%), 

b. Gaps = #/# (Y%)

